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RESULTS
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RDMM 
brokerage

Discovery &
matchmaking

- Where are the data at any time ?
- Data ownership, provenance [metadata] ? 
- Permissions for discovery/sharing /use ?
- Which data are ‘findable’ by whom [Solve-RD, ERN, Others] ? 
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Genome-Phenome 
Analysis Platform (GPAP)

Ethics Committee Approval, GDPR Compliance, Code of Conduct, 
Data Access Committee, Security audited, User Activity logged



Genome informatics

Scientist think it’s done

Diagnostics think it’s 
done

Tools needed

Bioinformatician think it’s done



Collaborative Cloud ‘Sandbox’

GPAP analysis 
platform

EGA and other 
data resources Portable deploy @EBI/Embassy with mirror 

@UMCG; ERNs can install their own sandboxes

ERNs and their members Data analysis task forces

➊ Modular analysis 
development & pipelines

Single sign-on, controlled
access via federated AAI

Analytical web 
services

➍ Community discussions

Storage and compute

User interfaces & 
tools via Internet 

➋ Evaluation framework, 
benchmarks & reference data

➌ FAIR Data environment

Discovery &    
Sharing
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...finding data & patients for sharing/collaboration
...unusual case matchmaking (extending MME)

...'RD Models & Mechanisms' (RDMM) brokerage

Enable RD-related data/samples/patients to be (co-)discovered
at the METADATA &/or RECORD levels,  ACCURATELY & SAFELY

Café Variome software HOSTING OPTIONS AVAILABLE



mtDNA Disease: Patient Discovery



Solve-RD RDMM
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Automatable Discovery & Access Matrix (ADA-M)

+ API
+ Support software



Solve-RD Data Pathways
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